<tuml version="10" encoding="UTF-8"7?=>

<hgx xmins="http:/ histogenetics.com/schema,/hgx-1.0.1.xsd" version="1.0.1"
smilnssesd="http:/ e w3org/ 2001 KMLSchema™ xmilns:xsi="http:/ fwww. w3 org 2000 XMLSchema -instance™=
cproject names=""»

<reporting-center code="" />

<sample id="Sample 1D 3" center-code="" receive-date="20190711">

<typing=>

<interpretation date="20211110">

<haploid locus="A" method="5BT" type="01:BKKPM" allele-number="1" />

zhaploid locus="A" method="5BT" type="02:BKSXH" allele-number="2" />

<haploid locus="8" method="58T" type="35:02:01" allele-number="1" />

<haploid locus="8" method="5BT" type="35BI5}Z" allele-number="2" />

<haploid locus="C" method="58T" type="04:BMPZG" allele-number="1" />

<haploid locus="C" method="58T" type="04:BMPZG" allele-number="2" /=

=haploid locus="DRE1"™ method="5BT" type="11:04:01" allele-number="1" />

<haploid locus="DRE1" method="5BT" type="13:03:01" allele-number="2" />

<haploid locus="DRE3" method="5BT" type="01:01:02" allele-number="1" /=

<haplaid locus="0DRBE3" method="5BT" type="02:02:01" allele -number="2" />

<haploid locus="DRE4"™ method="5BT" type="NNNN" />

<haploid locus="DRBES"™ method="5BT" type="NNNKN" />

<haploid locus="D0B1" method="5BT" type="03:BKHVH" allele-number="1" />

<haploid locus="D0OB1" method="58T" type="03:BKHVH" allele-number="2" />

<haploid locus="DPB1" method="58T" type="03:BEPTE" allele-number="1" />

<haploid locus="DPB1" method="58T" type="04:BK5ZE" allele-number="2" f>

<haploid locus="D0A1" method="S8T" type="05:EF" allele-number="1" />

<haploid locus="DOA1" method="S8T" type="05:XX" allele-number="2" />

<haploid locus="DPAL" method="5BT" type="01:AAC" allele-number="1" />

<haploid locus="DPAL™ method="5SBT" type="01:AAC" allele-number="2" />

<genotype-list>

<diploid-combination locus="A" technology="llumina" db="HLADB" version="3.34.0">

<locus-block>

<allele-list allele-number="1">

<allele>01:01:01:01</allele=

<allele>01:01:01:02N</allele>

<allele>..............oco. S fallENE

<allelex.....ceenansfalleles

<allele=01:03:01:12</allele>

<allele>01:03:01:13</allele>

<allele=01:14</allele=

<fallele-list>

<flocus-block=

< diploid-combination>

</genotype-list>

<finterpretation>

<hla locus="A">

zamplification=

<sbt method="5M5" segment="Exon" sepment-number="1" allele-number="1"

continuity="false" *ATGGCCGTCATGECGCCCCEAACCCTCCTCCTG CTACTCTCGGGOGOCCTGGLCCTG ACCCAGACCTGG G
GG<fobt>

<sbt method="5M5" segment="Exon" segment-number="1" allele-number="2"
continuity="fal:a">ATGGCCGTCATGEUGLCCCGAACCCTCGTCCTGLTACTCTCGGG GECTCTG GOCCTGACCCAGALCTGEGE
GG<fsht>

<s5bt method="5M5" segment="Exon" segment-number="2" allele-number="1"

continuity="false" >GCTCCCACTCCATGAGGTATTTCTTCACATOCGTGTCCOGGLLOGELCGGEGGAGLLCOGCTTCATOGOC
GTEGGCTACGTGGACGACACGCAGTTCGTGCEGTTCGACAGCGACG CCGCGAGLCAGAMGATGGAGCCGCGEEIGLCGTEGA
TAGAGCAGGAGGGGLCGGAGTATTGGGACCAGGAGACACGGAATATGAAGGUCCACTCACAGACTGACCGAGCGAACCTEGE
GACCCTGCGOGGCTACTACAACCAGAGDGAGGAC G fsbt>



<sbt method="5M5" segment="Exon" segment-number="2" allele-number="2"
continuity="false">GCTCTCACTCCATGAG GTATTTCTTCACATCCGTGTCCCGGCCCGGCCGCEGEGAGLCCCGCTTCATCGCA
GTEGGCTACGTEGACGACACGCAGTTCGTGCGETTOGACAGLGACGLCGLGAGLCAGAG GATGEAGLCGLGEEOGLCGTGGA
TAGAGCAGGAGGGTOCGGAGTATTGGGACGEEGAGACACGEAAAGTGAAGG CCCACTCACAGACTCACCGAGTGGALCTGGG
GACCCTGCGCGGCTACTACAACCAGAGCGAGGC G/ sht>

<sbt method="5M5" segment="Exon" sepment-number="3" allele-number="1"
continuity="false">GTTCTCACACCATOCAGATAATGTATGGCTGOGACGTGEEECOGGACGGGLGCTTCCTCOG LG GG TACCG
GLAGGACGCCTACGACGECAAGGATTACATCGLCCTGAACGAGGACCTECGLTCTTGGACCGLGEOGGACATEG CAGLTCAGA
TCACCAAGCGCAMGTGGGAGGCGETCCATGCGELGEAGCAGCGEAGAGTCTACCTGGAGGGCCGGTEGCGTGGACGEGECTOCG
CAGATACCTEEAGAACGEGAAGEAGACGCTECAGCGLACG G sh>

<sbt method="5M5" segment="Exon" sepment-number="3" allele-number="2"
continuity="false">GTTCTCACACCGTCCAGAGGATGTATGGLTGLGACGTGG GO TCGLALTGGLGLTTCCTCOGEGGGTACCA
CCAGTACGCCTACGACGGLAAGGATTACATCGLCCTGAAAGAGGACCTOLGLTCTTOGACCGOGGCGGACATGOCAGCTCAGA
COACCAAGCACAAGTGEEAGGCGGCCCATETGEOOGAGCAGTTGAGAGCCTACCTGGAGGGCACGTGOGTGGAGTGGLTCCG
CAGATACCTEEAGAACGEGAAGEAGACGCTGLAGCGLACE G sh>

<sbt method="5M5" segment="Exon" segment-number="4" allele-number="1"

continuity="false" >ACCCCCOCAAGACACATATGACCCACCACCCCATCTCTGACCATGAGGLCACCOTGAGG TELTGG GLCCTG
GGCTTCTACCCTGLGGAGATCACACTGACCTGGLAGLGGGATGGGGAGGACCAGACCCAGGACALGGAGCTCGTGGAGALCA
GEOCTGCAGGGGATGGAACCTTCCAG AAGTGEECEGECTETEETEETGLCTTCTGGAGAGGAGCAGAGATACACCTGCCATETG
CAGCATGAGGGTCTGLCCAAGUCCCTCACCCTG AGATGG G shits

<sbt method="5M5" segment="Exon” segment-number="4" allele-number="2"
continuity="false">ACGCCCCCAAAACGCATATGACTCACCACGCTGTCTCTGACCATGAAGCCACCCTGAGGTGLTGGGICCTG
AGCTTCTACCCTGLOGOAGATCACACTGACCTGGCAGCGGOATGOGLAGGACCAGACCCAGGACACGOAGCTCGTOGGAGACCAG
GOCTGCAGGOGATOGAACCTTOCAGAAGTOGGOGGLTOTGO TGO TGCCTTCTGGACAGGAGLAGAGATACACCTGCCATGTGE
AGCATGAGGGTTTGCCCAAGCCCCTCACCCTGAGATGGG/sbt >

=sbt method="5M35" segment="Exon" segment-number="2+3" allele-number="1"
continuity="false">AAGATGGAGCCGCGGELGLOGTEEATAGAGCAGGAGGEGLCGGAGTATTGGGACCAGGAGACACGGA
ATATGAAGGCOCACTCACAGACT GACCGAGLGAACCTGEGGACCCTGCGLGECTACTACAACCAGAGOGAGGACGGTTCTCAL
ACCATCCAGATAATGTATGGCTGLGACGTGEGGLLGGACGEEOGCTTCCTCOG CaGGTACCGGLAG GACGLCTACGACGGCAA
GGATTACATCGCCCTGAACGAGGACCTGCGCTCTTGGACCGUGGCGGA</ sbt>

<sht method="5M3" segment="Exon" segment-number="2+3" allele-number="2"

continuity="false" >AGGATGGAGCLGOGGGLEGCCETGEATAGAGCAGGAGGGTCOGGAGTATTGEGACGEEGAGACACGGA
AAGTGAAGGUCCACTCACAGACTCACCGAGTGGACCTGGGGACCITGCGLGGCTACT ACAACCAGAGCGAGGCCGGTTCTCAL
ACCGTCCAGAGGATGTATGGCTGCGACGTEGGETCOGACTGECGCTTCCTCCGCGGETACCACCAGTACGCCTACGACG GLAM
GOATTACATCGOCCTGAAAGAGGACCTGCGCTCTTGGACCGUGGIGG A< sht>

<famplification=

</hla=

<hla locus="B">

<amplification=

<sbt method="5M5" segment="Exon" segment-number="2" allele-number="1"
continuity="false">GCTCCCACTCCATGAGGTATT TCTACACCGCCATE TCOCGGLCCGGLCGLGGGGAGCOCCGLTTCATCGCA
GTGGGCTACGTOGACGACACCCAGTTCGTGAGGTTCGACAGCGACGOLGCGAGTOLGAGGACGGAGCCCCOOGUGCCATGGAT
AGAGCAGGAGGGGCCGEAGTATTGGGACCGERAACACACAGATCTTC AAGACCAACACACAGACTTACOGAGAGAGCCTEOGE
AMCCTGCGOGGCTACTACAACCAGAGCGAGGLCG sh>

<sbt method="SM5" segment="Exon" segment-number="2" allele-number="2"
continuity="false">GCTCCCACTCCATGAGGTATTTCTACACCGCCATGTCLOGGLCCGG CCGLGG GEAGCCCCGLTTCATCGCA
GTGGGCTACGTGGACGACACCCAGTTCGTGAGGTTCGACAGCGACGCCGCGAGTCCGAGGACGGAGCCCOGGGCGCCATGGAT
AGAGCAGGAGGGELCGEAGTATTGGGACCGGAACACACAGATCTTCAAGACCAACACACAGACTTACCGAGAGAGICTGLGGE
AACCTEOGOEGECTACTACAACCAGAGCGAGGCCG sht>

<s5bt method="5M5" segment="Exon" segment-number="3" alkele-number="1"
continuity="false">GGTCTCACATCATCCAGAGGATETATGGL TG CGACCTGEGG COGACGEGUGIT TOCTCOGOGGGIATAA
CCAGTACGCCTACGACGGCAAGGATTACATCGCCCTGAACGAG GACCTGAGITCCTGOACCGOG GOGGACACCGOGGITCAGA
TCACCCAGCGCAAGTGGGAGGLGGUOCGTOTGECGGAGCAGCTGAGAGCCTACCTGGAGGOCLTGTGLGTGGAGTGGLTCCG
CAGATACCTGGAGAACGGGAAGGAGACGLTGCAGCGLGLGG bt »

«sbt method="5MS" segment="Exon" segment-number="3" allele-number="2"
continuity="false">GGTCTCACATCATCCAGAGGATGTATGGLTGCGACCTGEGGECCCGACG GGG OCTCCTCOGCGGGCATGA
CCAGTCCGOCTACGACGGCAAGGATTACATCOLCCTGAACGAGGACCTOAGCTCCTGGACOGCOGCGEACACCGLGGCTCAGAT



CACCCAGLGLAAGTEGEAGGLG GLLCGTGTEGLGGAGCAGCTGAGAGLCTACCTGGAGGGLCTGTGCGTEEAGTGGITOCGT
AGATACCTGGAGAACGGGAAGGAGACGCTGCAGCGCGCGGSsht>

=sbt method="5M35" segment="Exon" segment-number="4" allele-number="1"
continuity="false">»ACCCOOCAAMGACACACGTGACCCACCACCOCGTCTCTGACCATGAGGCCACCCTGAGGTGCTGGGUICTG
GOCTTCTACCCTGCGGAGATCACACTGACCTGGCAGOGGGATGGOGAGEACCAAACTCAGGACACTGAGCTTGTGGAGACCAG
ACCAGCAGGAGATAGAAC CTTCCAGAAGTEGGCAGC T GTGGTGGTGCCTTCTGGAGAAGAGCAGAGATACACATGCCATGTAL
AGCATGAGGGGCTGCOGAAGCCCCTCACCCTGAGATGG G/ sht>

«=s5bt method="5M35" segment="Exon" segment-number="4" allele-number="2"

cantinuity="false" >ACCCOCCAAAGACACACGTGACCCACCACCCCGTCTCTGACCATGAGGCCACCCTGAGETGCTGGGLOCTG
GGCTTCTACCCTGOGGAGATCACACTGACCTGGLAGCGGGATGGLGAGGACCAAACTCAGGACACTGAGCTTGTGGAGACCAG
ACCAGCAGGAGATAGAACCTTCCAGAAGTGGGCAGCTGTGE TEGTGLCTTCTGGAGAAGAGCAGAGATACACATGCCATG TAC
AGCATGAGEGGCTGOOGAAGCCCCTCACCCTGAGAT GGG sht>

<sbt method="5M5" segment="Exon" segment-number="2+3" allele-number="1"

continuity="false" >GTTCGACAGCGACGCCGCGAGTCOGAG GACGEAGCCCCGEOLGCCATOGATAGAGCAGGAGGGGLCGE
AGTATTGGGACCGGAACACACAGATCTTCAAGACCAAC ACACAGACTTACCGAGAGAGCCTGCGEAACCTGCGLGGCTACTACA
ACCAGAGCGAGGLCGGETCTCACATCATCCAGAGGATGTATGGCTGCGACCTGGGEOCCGACGEGCGCTTCCTCCGCGGGLAT
AACCAGTACGCCTACGACGGCAAGGATTACATCGOOCTGAACGAGGACCTG AGCTOCTGG ACCGLGGCGGAC she

<sbt method="5M5" segment="Exon" segment-number="2+3" allele-number="2"
continuity="false">GTTCGACAGCGACGLOGCGAGTCOGAG GACGGAGLCCOGEGUGLCATGGATAGAGCAGGAGGGGLLGG
AGTATTGGGACCEGAACACACAGATCT TCAAGACCAACACACAGACTTACCGAGAGAGCCTGCGEAACCTGCOIGGITACTACA
ACCAGAGCGAGGCCGGETCTCACATCATCCAGAGGATGTATGGCTGCGACCTGEEECCCGACGEGECGOCTCCTCOGUGGGEIAT
GACCAGTCCGCCTACGACGGCAAGGATTACATCGCOCTGAALGAGGACCTGAGCTOCTGGACCGUGGLGGAL fsht>
<famplifications

<fhla>

<hla locus="C">

=amplification>

=sht method="5M5" segment="Exon" segment-number="2" allele-number="1"

cantinuity="false" >GCTCCCACTCCATGAGGTATT TCTCCACATOCGTGTCCTG GOCCGGICGLGGEEAGLCOCGITTCATOGCA
GTGGGCTACGTEGACGACACGCAGTTCGTGCGETTOGACAGCGALGLCGOGAGTCCAAGAGG GEAGLCGLGGEAGULGTEGEG
TEEAGCAGGAGGEGCCOGAGTATTGOEACCGGEAGACACAGAAGTACAAGCGCCAGGCACAGGCTGACCGAGTGAACCTGE
GGARAACTGOGUGGCTACTACAACCAGAGTGAGGACGsbt>

<shbt method="5M5" segment="Exon" segment-number="3" allele-number="1"
continuity="false">GGTCTCACACCCTCCAGAGGATOTITGECTGOGACCT GGG GO GACG GG UGCCTCCTCCGOGG GTATAA
COAGTTCGCCTACGACGGLAAGGATTACATCGLCCTGAACGAGGATCTCOGCTCCTGOACCGUCGEGEACACGGLGLCTCAGAT
CACCCAGCGCAAGTGORAGGLGGLCCOTCAGGLGOAGCAGCGEAGAGCCTACCTGGAGEGCACGTECGTGEAGTGGCTCCGE
AGATACCTGGAGAACGGGAAGGAGACGCTGCAGCGCGLGGS/sht >

=shbt method="5M5" segment="Exon" segment-number="4" allele-number="1"
continuity="false">AACACCCAARGACACACGTGACCCACCATCCCGTCTCTGACCATGAGGUCACCCTGAGGTGLTGGGLCCTG
GGCTTCTACCCTGOGGAGATCACACTGACCTGGCAGTGGGATG GG GAGGACCAAACTCAGGACACCGAGCTTGTGGAGACCAG
GCCAGCAGGAGATGGAACCTTCCAG AAGTGGGCAGCTGTGGTGL TGLCTTCTGGAGAAGAGCAGAGATACACGTGCCATGTTC
AGCACGAGGGGCTGCCGEAGCCCCTCACCCTG AGAT GG A< sht>

=s5hbt method="5M35" segment="Exon" segment-number="7" allele-numbser="1"
continuity="false">CCAGCAACAGTGCCCAGGGCTCTGATGAGTCTCTCATCGCTTGTAAAGS fsbt >

<sbt method="5M5" segment="Exon" segment-number="2+3" allele-number="1"
continuity="false">AGGAGGGGCCGGAGTATTGGGACCGGGAG ACACAG AAGTACAAGCGCCAGGCACAGGCTGACCGAGTG
ARCCTECGGAAACTGCGEGGCTACTACAACCAGAGCGAGGACGGGTCTCACACCCTCCAGAG GATGTT TGGLTGLGACCTGGG
GG GACGGECGCCTCCTCCGCGGaTATAACCAGTTCGCCTACGACGECAAGEATTACATCGCCCTGAACGAGGATCT</sht >
=farmplification:=

< fhlax

<hla locus="DRB1">

<amplification=

<sbt method="5M35" segment="Exon" segment-number="2" allele-number="1"

continuity="false" >CACGTT TCTTGGAGTACTCTACGTCTGAGTGTCATTTCTTCAATGGGACGGAGLGGETGLGETTCCTGGAC
AGATACTTCTATAACCAAGAGGAGTACGTGCGCTTCGACAGLGACGTGGGGGAGTTCCGEGLGGTEACGGAGLITGGGELGEE
CTGATGAGGAGTACTGGAACAGCCAGAAGGACTTCCTGGAAGACAGGLGGGCCGLGETGGACACCTACTGCAGACACAACTAC
GEGETTGTGGAGAGCTTCACAGTGLAGLGGLGAG sh>



<sbt method="5M5" segment="Exon" segment-number="2" allele-number="2"

continuity="false" >CACGTTTCTTGGAGTACTCTACGTCTGAGTGTCATTTCTTCAATGGGACGGAGUGGGTGCGGTTCCTGGAC
AGATACTTCTATAACCAAGAGGAGTACGTGLGCTTOGACAGLGACGTGGGGGAGTACCGGELGGTGACGGAGLITGGGELGGL
CTAGCGCOGAGTACTGGAACAGCCAGAAGGACATCCTGGAAGAC AAGCGGEUUGCGGTGGACACCTACTGCAGACACAACT AL
GGGGTTGGTGAGAGCTTCACGGTGCAGCGGCGAG= sbt>

<sbt method="5M5" segment="Exon" sepment-number="3" allele-number="1"

continuity="false">TCCATCCTAAG GTGACTGTGTATOCTTCAAAGACCCAGCCCCTGCAG CACCACAMCCTCCTGETCTGTTITG
TEAGTGGTTTCTATCCAGGCAGCATTGAAGTCAGGETGGTTCCGGAATGGLCAGGAAGAGAAGACTGOGGTGGTETCCACAGGT
CTGATCCACAATGGAGACTGGACCTTCCAGACCCTGETGATGCTGGAMMCAGTTCCTCGGAGTGEAGAGGTTTACACCTGLCAS
GTEGAGCACCCAAGCGTGACAAGCCCTCTCACAGTGGAATG GA fshs

<sbt method="5M5" segment="Exon" sepment-number="3" allele-number="2"
continuity="false">TCCATCCTAAG GTGACT GTGTATOCTTCAAAGAC CCAGCCCCTGLAG CACCACAACCTCCTGGTCTGTTCTG
TEAGTGGTTTCTATCCAGGCAGCATTGAAGTCAGGTGGATTCCOGAATOLLCAGGAAGAGAAGACTGEGGTOGTGTCCACAGGT
CTGATCCACAATGGAGACTGGACCTTCCAGACCCTGETEATGITGGAMMCAGTTCCTCGEAGTGEAGAGGETTTACACCTGOCAA
GTEGAGCACCCAAGCGTEGACAAGCCCTCTCACAGTGGAATG GA fsbi>

<famplification>

<y

<hla lotus="DRE3">

<amplification=

=sbt method="5M3" segment="Exon" segment-number="2" allele-numbser="1"

continuity="false" >CACGTTTCTTGGAGCTGCGTAAGTCTGAGTGTCATTTCTTCAATG GGACGGAGCGGETGCGGTACCTGGA
CAGATACTTCCATAACCAGGAGGAGTTCCTGLGCTTCGACAGLGACGTGEGEGAGTACCGGGLGETGACGGAGCTGGGEEGE
COTGTCGCCGAGTCCTGGAACAGCCAGAAGGACCTCCTGGAG CAGAAG CEGEGLCCOETCOACAATTACTGCAGACACAACTA
COGEGTTEETGAGAGCTTCACAGTGCAGCGGLGAG < s>

<sbt method="5M5" segment="Exon"” segment-number="2" allele-number="2"

continuity="false" >CACGTTTCTTGGAGCTGCTTAAGTCTGAGTOTCATTICTTCAATGGGACGGAGCGLGTGCEETTCCTGGAG
AGACACTTCCATAACCAGGAGGAGTACGUGLGCTTCGACAGCGACGTEGEEGAGTALCGGGOGGTEAGEGAGLTGGGEGLGGC
CTGATGLOGAGTACTGGAACAGCCAGAAGGACCTCCTGEAGCAGAAGCGEGGICAGGTEGACAATTACTGCAGACACAATTAC
GEGETTGGTGAGAGCTTCACAGTGLAGLGGELGAG < sbt=

<s5bt method="5M5" segment="Exon"” segment-number="3" allele-number="1"
continuity="false">TCCATCCTCAGGTGACTE TGTATCCTGUAAAG ACCCAGCCCCTGCAGCACCACAACCTCCTGGTCTGUTCTG
TEAGTGGTTTCTATCCAGGCAGCATTGAAGTCAGGTGGTTCCGGAALGGLCAGGAAGAGAAGGLTGGGE GTGETGTCCACGGGT
CTGATCCAGAATGGAGACTGGACCTTCCAGACCCTGGTGATGCTAGAAACAGTTCCTCGGAGTGGAGAGGT TTACACTTGOCAA
GTGGAGCACCCAAGCGTAACGAGCGCTCTCACAGTGGAATGGA /sbt >

<sbt method="5M5" segment="Exon" segment-number="3" allele-number="2"

continuity="false" >TCCATCCTCAGG TEGACTG TETATCCTGLAAAGACCCAG COCCTGCAGCACCACAAMCCTCCTGOTCTGLTETG
TEAGTGGTTTCTATCCAGGCAGCATTGAAGTCAGGTGGTTCOGGAACGGLCAGGAAGAG AAGGCTEGGGTGETGTCLACGGGT
CTGATCCAGAATGGAGACTGGACCTTCCAGACCCTGGTGATG TAGAAACAGTTCCTCGGAGTGGAGAGGTTTACACCTGOCAA
GTEGAGCACCCAAGCGTAACGAGCCCTCTCACAGTGGAATG GAL fobis

<famplification>

<fhla»

<hla locus="DOB1">

<amplification=

<sbt method="5M5" segment="Exon" segment-number="2" allele-number="1"
continuity="false">AGGATTTCGTGTACCAGTTTAAGGCCATGTGCTACTTCACCAACGG GACGGAGCGCGTGCGTTATGTGACC
AGATACATCTATAACCGAGAGGAGTACGCACGLTTCGACAGLGACGTGEAGGTETACCGG GGG TEACGLCGITEGGECCGCT
TEACGCCGAGTACTGGAACAGCCAG AAGGAAGTCCTGEAGAGOACCCOGGEGEAGTTEOACACGGTETOCAGACACAACTAC
CAGTTGGAGCTCCGLACGACCTTGCAGLGGLGAGsbt>

=sht method="5M5" segment="Exon" segment-number="3" allele-numbser="1"
continuity="false">TGEAGCCCACAGTGACCATCTCODCATCCAGGACAGAGGCOCTCAACCACCACAACCTGCTGETCTGOTCA
GTGACAGATTTCTATCCAGCCCAGATCAMAGTCCGGTGGTT TCGGAATGACCAGGAGGAGACAACCGGCGTTGTGTCCACCCCC
CTTATTAGGAACGGTGACTGGACCTTCCAGATCCTGLTEATGCTGEAAATGACTCCCCAGCATG GAGACGTCTACACCTGLCACG
TEEAGCACCCCAGCCTCCAG AACCCCATOACCGTOGAGTGG < sht>

<farmplification>

=/hla=

<hla locus="DPB1">

<amplification=



<sbt method="5M5" segment="Exon" segment-number="2" allele-number="1"

continuity="false" >AGAATTACGTGTACCAGTTACGGCAGGAATGCTACGCGTTTAATGGGACACAGOGCTTCCTGGA
GAGATACATCTACAACCGGGAGGAGTTOGTGLGCTTCGACAGOGACGTEGEGEEAGTTCOGGGLEGTGACGGAGLTGEEGLGE
CCTGATGAGGACTACT GGAACAG CCAGAAGGACCTCCTGRAGGAGAAGLG GG CAGTGCCGGACAG G GTATGCAGACACAALT
ACGAGCTGGACGAGGLCGTGACCCTGCAGCGCCGAG:/ sbt>

<sbt method="5M5" segment="Exon" sepment-number="2" allele-number="2"

continuity="false" =AGAATTACCTTTTCCAGGEACGGCAGGAATGCTACGCETTTAATGE GACACAGCGCTTCCTGGAGAGATA
CATCTACAACCGGGAGGAGTTOGCGCECTTCGACAGCGACGTEGEGEAGTTCCGGELGGTEACGEAGCTGEGGLEGLITELT
GLEGAGTACTGGAMCAGCCAGAAGGACATCCTGEAGGAGAAGCGGGCAGTELCGGACAGGATG TGCAGACACAACTACGAGC
TEEGLGEELOCATGACCCTGCAGLGCCGAG/sh>

<sbt method="5M5" segment="Exon" sepment-number="3" allele-number="1"

continuity="false" >CCTCCAAGAAGEGE COOCTGLAGCACCACAACCTGCTTGTCTGCCACGTGACAGATT TCTACCCAG GLAGT
ATTCAAGTCCGATGGTTCCTGAATCGACAGGACGAAMCACCTOGGETCETOTCCACCAACCTGATCCG TAATGGAGACTGGACC
TTCCAGATCCTEGTEATGCTGGAAATGACCCCCCAGCAGGGAGACGTCTACATCTGCCAAGTGGAGCACACCAGCCTGGACAGT
CCTGTCACC</sbt>

<sbt method="5M5" segment="Exon" segment-number="3" allele-number="2"
continuity="false">CCTCCAAGAAGGGG CCCTTGCAGCACCACAACCTGCTTGTCTGCCACGTGACGGATTTCTACCCAGGCAGC
ATTCAAGTCCGATGGTTCCTGAATGGACAGGAGGAAACAGLTGGEGTCETETCCACCAACCTGATCCOTAATG GAGALCT GGACT
TTCCAGATCCTGGTGATGETGGAAATGACCCCCCAGTAGG GAGATG TCTACACCTGCCAAGTGGAG CACACCAGOCTGGATAGT
CCTGTCACC/sht>

<famplification>

</hia>

<hla locus="D0OA1">

zamplification=

<sbt method="5M5" segment="Exon"” segment-number="2" allele-number="1"

continuity="false" >CTEACCACGTCGCCTCTTATGG TG TAAACTTGTACCAGTCTTACGGTCCCTCTGGCCAGTACACCCATGAAT
TTGATGGAGATGAGCAGTTCTACGTGEACCTGGEGAGGAAGGAGACTGTCTGGTGTTTGCCTGTTCTCAGACAATTTAGATTTG
ACCCGCAATTTGCACTGACAAACATCGCTGTCCTAAAACATAACTTGAACAGTCTGATTAAACGCTCCAACTCTACCGCTGCTALC
AATG< sbt>

<s5bt method="5M5" segment="Exon"” segment-number="2" allele-number="2"

continuity="false" >CTGACCACGTCGCCTCTTATGG TG TARAACT TGTACCAGTCTTACGGTCCCTCTGGCCAGTACACCCATGAAT
TTGATGGAGATGAGCAGTTCTACGTGGACCTGGGEAGGAAGGAGACTETCTGGTGTTTGCCTGTTCTCAGACAATTTAGATTTG
ACCCGCAATTTGCACTGACAAACATCGCTGTCCTAARACATAACT TGAACAG TCTGATTAAACGCTCCAACTCTACCGCTGCTACC
AATG<fsbi>

<sbt method="5M5" segment="Exon" segment-number="3" allele-number="1"

continuity="false" >AGGTTCCTGAGGTCACAGTGTTTTCCAAGTCTCOCGTGACACTGGGTCAGCCCAACATCCTCATCTGTCTITG
TEEACAACATCTTTCCTCCTGTGGTCAACATC ACATGGLTGAGCAATGGGCACTCAGTCACAGAAGGTGTTTCTGAGACCAGCTT
CCTCTCCAAGAGTGATCATTCCTTCTTCAAGATCAGT TACCTCACCCTOCTCCOTTCTGCTGAGGAGAGTTATGACTGCARG GTGG
AGCACTGGGGACTGGACAAGCCTCTTCTGAAACACTG GG /shit

<sbt method="5M5" segment="Exon" segment-number="3" allele-number="2"

continuity="false" >AGGTTCCTGAGGTCACAGTGTTTTCCAAGTCTCCCGTGACACTGGETCAG COCAACATOLTCATCTGTCTTG
TEGACAACATCTITCCTOCT G TG ETCAACATCACATGGCTGAGCAATOG G CACTCAGTCACAGAAGGTGTT TCTGAGACCAGCTT
COTCTCCAAGAGTGATCATTCCTTCTTCAAGATCAGTTACCTCACCTTCCTCCOTTCTGLTGATGAGATTTATGACTGCAMG GTGGA
GCACTGGGEACTGGACAAGCCTCTTCTGAAACACTGGG/ s>

<s5bt method="5M5" segment="Exon" segmeant-number="4" allele-number="1"

continuity="false" >AGCCTGAGATTCCAGCCCCTATGTCAGAGCTCACAG AGACTGTEGETCTGLGCCCTGGEETTGTCTGTGGG
CTCGaT GGG CATTGTGETG GG CACTGTETTCATCATCCGAGGLCTGOGTTCAGTTGGTGCT TCCAGACACCAAGGGLCCTTGTGA
<fsht=

=sht method="5M5" segment="Exon" segment-number="4" allele-numbser="2"
continuity="false">AGCCTGAGATTCCAGCCCCTATGTCAGAGCTCACAGAGACTGTGGTCTGCGCCCTGRGGTTGTCTGTGRG
CCTCGTGGGCATTG TG GG GCACTGTCTTCATCATCCGAGGOCTGCGTTCAGTTGGTGCTTCCAGACACCAAGGGOCCTTGTGA
<fsht>

<famplification=

</hla>

=hla locus="DPAL">

=amplification=



<sbt method="5M5" segment="Exon" segment-number="2" allele-number="1"
continuity="false">CGGACCATGTGTCAACTTATGCCGCGTTTGTACAGACGCATAGACCAACAGGGGAGTTTATGTTTGAATTT
GATGAAGATGAGATGTTCTATGTGGATCTGGACAAGAAGEAGACCGTCTGGCATCTGGAGGAGTTTGGLCAAGCCTTTTCCTTT
GAGGCTCAGGGCGGECTGGCTAACATTGCTATATTGAACAAC AACT TGAATACCTTGATCCAGCGTTCCAACCACACTCAGGCCA
CCAACG</sht>

<sbt method="5M5" segment="Exon" sepgment-number="3" allele-number="1"
continuity="false">ATCCCCCTGAGGTGACCGTETTTCCCAAGGAGCCTGTEGEAGCTGGGCCAG CCCAACACCCTCATCTGOCAC
ATTGACAAGTTCTTCCCACCAGTGCTCAACGTCACGTGECTETGCAACGGGGAGCTGETCACTGAGG GTGTCGCTGAGAGCCTC
TTCCTGCCCAGAM AGATTACAGCTTCCACAAGTTCCATTACCTGACCTITG TGO CTCAGCAGAGGACTTCTATGACTGLAGGGT
GGAGCACTGGGGCTTGGEACCAGCCGCTCCTCAAGCACTGG G/ shl>

<famplification>

<{hla>

<ftyping>

<fsample>

=/project>

</hgx>



